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Inhibition Activity of the Plant Extract against the Kiwifruit Soft Rot
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ABSTRACT: The work aims to study the inhibitory activities of four Chinese edible and medicinal herbs against the main
pathogenic bacteria of "Guichang" kiwifruit soft rot. The "Guichang" kiwifruit was used as the experimental material to
isolate and purify the soft rot of kiwifruit. The inhibitory activity of crude extracts of four kinds of edible and medicinal
herbs against kiwi soft rot was tested by inhibiting the growth rate of mycelium. Botrytis cinerea, Phomopsis sp., Botry-
osphaeria dothidea, and Penicillium sp. were isolated, purified and identified from "Guichang" kiwi soft rot. The four
crude extracts of Chinese edible and medicinal herbs had certain inhibitory activities on the four pathogenic bacteria at 50
mg/mL, among which Illicium verum had good inhibitory activity against four pathogenic bacteria. Through mycelial
growth inhibition rate method, lllicium verum has good inhibitory effect against Botrytis cinerea, Phomopsis sp., Botry-
osphaeria dothidea, and Penicillium sp.
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Fig.1 Pathogen morphology of the soft rot in postharvest storage of "Guichang" kiwifruit
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Fig.2 Phylogenetic tree of A1 mould based on ITS-rDNA sequence
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Fig.5 Phylogenetic tree of A4 mould based on ITS-rDNA sequence
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Fig.6 Wound inoculation of Botrytis cinerea, Phomopsis sp., Botryosphaeria dothidea and Penicillium sp.
on "Guichang" kiwifruit due to soft rot diseases
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Tab.1 Determination of the indoor virulence of four Chinese edible and medicinal herb extracts for kiwifruit soft rot
1%

(Botrytis cinersa) (Phomopsis sp.) (B. dothidea) (Penicillium sp.)
72.6%1.5 87.5+£2.3 40.4+2.5 76.94+2.0
27.5+1.7 66.3+1.9 34.8+1.0 40.8+2.4
26.4+2.1 32.8+1.3 18.5+1.3 25.7+1.8
85.4+0.9 90.1+1.6 70.6+1.9 78.5+1.7
100+0.9 100+1.6 100+1.9 100+1.7

2 (Botrytis cinersa) (Phomopsis sp.) ECso

Tab.2 ECso values of the Illicium verum against Botrytis cinersa and Phomopsis sp.

(Botrytis cinersa)

(Phomopsis sp.)

50% 50%
/(mg-mL™") /(mg-mL™")
y =1.67x +3.54 0.98 1.56+3.1 y =1.49x + 3.17 0.99 1.94+1.7
y =1.46x +4.76 0.99 0.061+1.7 y=2.18x+ 8.25 0.99 0.032+2.0
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